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Research Interests

- Functional annotation of non-model species

- Function-based data mining of genomics data
- Multivariate analysis of genomics data

- Information Systems and Ontologies

- Data integration
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Software Developments

: Desktop application for sequence annotation and analysis (www.blast2go.org)
maSigPro: R package for the analysis of Time Course Microarray Experiments
(www.bioconductor.org)

ASCA-genes: R :script for ANOVA-SCA analysis of Time Course Microarray Data [code]




